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SL. Food Microorganisms Sampling Limits Analytical
No. | Category Plan reference method
n ¢ m M
) () () ® (@] (v) (2) (¥)
5. |S@ A | Aerobic Colony Count 5 | 3 | 5x105 | 5x10° | BDS ISO 4833-1
(Fresh (cfu/g) and 2:2020
g‘é:t) [7‘:;; Yeast and Mold Count 5 | 2 | 1x10% | 5x104 | BDS ISO 21527-
, R, (cfu/g) 1:2019
5, (i | Total coliform (cfu/g) 513 ] 102 103 | BDS ISO
Fegifue 4832:2009
SIS | Egcherichia coli (cfu/g) | 5 | 2 | 1x102 | 1x103 | BDS ISO 16649-1
TETETOFO and 2:2019
1A 5 3
Staphylococcus aureus 5 2 | 1x10 1x10° | BDS ISO 6888-1, 2
(Coagulase +ve) (cfu/g) and 3:2009
Salmonella/25 g 5 0 Absent BDS ISO
6579-1:2020
3. | faifire WieT | Aerobic Colony Count 5 | 2 | 1x10° | 5x109 | BDS ISO 4833-1
(Frozen (cfu/g) and 2:2020
meat) [®, | Yeastand Mold Count | 5 | 2 | 1x103 | 1x10% | BDS ISO 21527-
wfEd, =, | (cfu/g) 1:2019
g—“ ; T | Escherichia coli (cfu/g) | 5 | 2 | 1x102 | 1x103 | BDS ISO 16649-1
, (oG and 2:2019
gonfra 5 -
SeCfe Staphylococcus aureus 5 2 1x10 | 1x10- | BDS ISO 6888-1, 2
S (Coagulase +ve) (cfu/g) and 3:2009
e Salmonella/25 g 5 0 Absent BDS ISO
6579-1:2020
©. | &/ | Aerobic Colony Count 5 | 3 | 1x10° | 5x100 | BDS ISO 4833-1
e WA | (cfu/g) and 2:2020
(Chilled/ 'y tand Mold Count | 5 | 2 | 1x10% | 5x10% | BDS 180 21527-
Marinated
(cfu/g) 1:2019
meat
products) | Escherichia coli (cfu/g) | 5 | 2 | 1x102 | 1x103 | BDS ISO 16649-1
[, T, and 2:2019
wﬁcw Staphylococcus aureus | 5 | 2 | 1x102 | 1x103 | BDS ISO 6888-1, 2
?:Tﬁ% ’ (Coagulase +ve) (cfu/g) and 3:2009
Exliks Salmonella/25 g 5 0 Absent BDS ISO
RISEEIS o 6579-1:2020
et
e
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() () () (8) | (&) | (v) () (¥)
8. |wRP= Acrobic Colony Court 5 | 2 | 1x10% | 1x10° | BDS ISO 4833-1
TS/ (cfu/g) and 2:2020
RS T [ yeastand Mold Count | 5 | 2 | 1x10 | 1x102 | BDS ISO
(Semi- (cfu/g) 21527-1:2019
coocked/ 5
Smoked Escherichia coli (cfu/g) 5 2 I1x10 | 1x10< | BDS ISO 16649-1
meat) [ and 2:2019
wfeq, =, | Staphylococcus aureus 5 2 1x10 | 1x102 | BDS ISO 6888-1,2
o%l, 7, (Coagulase +ve) (cfu/g) and 3:2009
S5, M8 | Sulmonella/25 g 510 Absent | BDS ISO
ot 6579-1:2020
SR(e E\D
TS Campylobacter (cfu/g) 5 0 Absent ISO 10272 1 and 2
A
¢. |7 e A | Aerobic Colony Count | 5 | 2 | 1x103 | 1x10% | BDS ISO 4833-1
(Cooked (cfu/g) and 2:2020
meagﬁﬂ Yeast and Mold Count 501 10 | 1x10% | BDS ISO 21527-
bree, 31| (cfulg) 1:2019
R, (90, . 2
o, 5 Escherichia coli (cfu/g) 5 2 10 1x10# | BDS ISO 6649-1
o and 2:2019
gerifra Staphylococcus aureus 5 1 10 1x102 | BDS ISO 6888-1, 2
TS (Coagulase + ve) (cfu/g) and 3::2009
TEErsF | Sulphite Reducing 5 1] 102 | 103 |18S015213
A Clostridia (cfu/g)
Listeria monocytogenes 5 0 Absent BDS ISO 11290-1
25¢g and 2:2019
Salmonella/25 g 5 0 Absent BDS ISO 6579-
1:2020
Campylobacter (cfu/g) 5 0 Absent ISO 10272-1 and 2
. | oA Acrobic Colony Count 5 | 2 | 1x103 | 1x10% | BDS ISO 4833-1
(Dried or | (cfu/g) and 2:2020
dehydrated | yeast and Mold Count | 5 | 1 | 10 | 1x10% | BDSISO 21527-
meat) [RF, | (cfu/g) 1:2019
» ROFT, Escherichia coli (cfu/g) 5 2 10 1x102 | BDS ISO
g%mqﬂg 16649-1 and 2:2019
K&
By Staphylococcus aureus 5 1 1x102 | 1x103 | BDS ISO
m Coagulase +ve) (cfu/g) 6888-1:2009
TS Salmonella /125 g 5 0 Absent BDS ISO
SRR 6579-1:2020
Listeria monocytogenes 5 0 Absent BDS ISO 11290-1
25g and 2:2019
Sulphite Reducing 5 | 2 | 5x102 | 5x103 | 1SO 15213

Clostridia (cfu/g)
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() (*}) () @ [ @ (v | () (v)
q. | *ffe=F® IR | Escherichia coli (cfu/g) 5 0 Absent BDS ISO 16649-1
(Fermented and 2:2019
g‘e*g Staphylococcus aureus 501 10 | 1x102 | BDS ISO 6888-
[ﬂ:: ;11%:) (Coagulase + ve)(cfu/g) 1:2009
2o, cowr, | Salmonella 125 g 5100 Absent BDS ISO 6579-
7, 5, 1:2020
ety Listeria monocytogenes 5 0 Absent BDS ISO 11290-1
o s and 2:2019
SR(e E\D
<terarogs | Sulphite Reducing 5| 2 | 5x102 | 5x103 |1SO 15213
- Clostridia (cfu/g)
v, | om Aerobic Colony Count 5 | 2 | 1x102 | 1x103 | BDS ISO 4833-1
wiffe WA | Clostridia (cfu/g) and 2:2020
[Pickled
meat) [, 5 3
wRE, % Yeast and Mold Count 5 2 1x10 1x10° | BDS ISO 21527-
. - | (cfu/g) 1:2019
5 oy
EXINILES Escherichia coli (cfu/g) 5 2 10 1x102 | BDS ISO 16649-1
Sl and 2:2019
TNEEEIOFS | Staphylococcus aureus 5 1 | 1x102 | 1x103 | BDS ISO 6888-
] (Coagulase + ve) (cfu/g) 1:2009
Sulphite Reducing 5 | 2 | 5x102 | 5x103 | 1SO 15213
Clostridia (cfu/g)
Salmonella/25 g 5 0 Absent BDS ISO 6579-
1:2020
Listeria monocytogenes 5 0 Absent BDS ISO 11290-1

25¢g

and 2:2019
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SL. Food Microorganisms Sampling Limits Analytical
No. | Category Plan reference method
n [ m M

®) *®) (0) ®) | (@ | (v (9 (v)

5. | ¥$TFS/ | Aerobic Colony Count 5 | 2 | 1x10% | 1x107 | BDS ISO 4833-1
arfFed | (cfu/g) and 2:2020
efferems 2 4

Yeast and Mold Count 5 1 1x10< | 1x10* | BDS ISO 21527-
% (Cut or
. (cfu/g) 1:2019
minimally
processed Enterobacteriaceae (cfu/g) 5 2 1x102 | 1x10% ISO 21528-
fruit) 2:2017
Staphylococcus aureus 5 | 1 | 1x102 | 1x103 | BDS ISO 6888-
(Coagulase + ve) (cfu/g) 1, 2 and 3:2009
Salmonella/25 g 5 0 Absent BDS ISO 5679-
1:2020
Listeria monocytogenes 5 0 Absent BDS ISO 11290-
1 and 2:2019
E coli (cfu/g) 5 0 Absent BDS ISO 16649-
1 and 2-2019
Vibrio cholerae (cfu/g) 5 0 Absent BDS ISO
21872-1:2019
% | W™ | Aerobic Colony Count 51 2 | 105 | 10 |BDSISO 4833-1
(Salad) | (cfu/g) and 2:2020
Total coliform (cfu/g) 511 102 | 103 |BDSISO
4832:2009
Salmonella /25 g 5 0 Absent BDS ISO 6579-
1:2020
Staphylococcus aureus 51 1 | 102 | 103 |BDSISO 6888-
(Coagulase + ve) (cfu/g) 1:2009
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G| ® () @)@ (v) | (9 (v)
©. | =@ @, | Aerobic Colony Count 51 2| 102 | 10* |BDSISO 4833-1
@ (Fruit | (cfu/g) and 2:2020
jam, jelly) | o1 Coliform (cfu/g) 511 | 103 | 10* |BDSISO
4832:2009
E coli (cfu/g) 5 0 Absent BDS ISO 16649-
1 and 2:2019
8. |7rgfe Aerobic Colony Count 5 | 2 | 1x10% | 1x10* | BDS ISO 4833-1
FER T (cfu/ml) and 2:2020
(Pasteurized
o Yeast and Mold Count 5 1 <10 0 BDS ISO 21527-
fruit Juice
. (cfu/ml) 1:2019
and drinks)
Staphylococcus aureus 5 0 Absent BDS ISO 6888-
(Coagulase + ve) (cfu/g) 1, 2 and 3:2009
Salmonella/25 ml 5 0 Absent BDS ISO
6579-1:2020
Listeria monocytogenes/25 | 5 0 Absent BDS ISO
11290-1 and
Vibrio cholerae/25 ml 5 0 Absent BDS ISO 21872-
1:2019
¢. | IS Yeast and Mold Count 510 <10 BDS ISO 21527-
TR AT | (cfu/ml) 1:2019
(Carbonated
fruit Salmonella /25 ml 5 0 Absent BDS ISO 6579-
o 1:2020
beverages)
Listeria monocytogenes/25 | 5 0 Absent BDS ISO 11290-
ml 1 and 2:2019
Vibrio cholerc /25 ml 5 0 Absent BDS ISO 21872-
1:2019
Aerobic Colony Count 5 1 50 5x102 | BDS ISO 4833-1
(cfu/ml) and 2:2020
Staphylococcus aureus 5 0 Absent BDS ISO 6888-
(Coagulase + ve) (cfu/g) 1, 2 and 3:2009
Vibrio cholerae/25 ml 5 0 Absent BDS ISO 21872-

1:2019
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v. |f&nfIe == | Aerobic Colony Count 5 | 2 |4x10% | 4x105 | BDS ISO 4833-
(Frozen (cfu/g) 1 and 2:2020
Fruit) Yeast and Mold Count 5| 1 [1x102 | 1x103 | BDS ISO

(cfu/g) 21527-1:2019

Total coliform (cfu/g) 5 2 10 102 | BDS ISO
4832:2009

Staphylococcus aureus 5 1 20 1x102 | BDS ISO 6888-

(Coagulase +ve) (cfu/g) 1:2009

Salmonella /25 g 5 0 Absent BDS ISO 6579-
1:2020

4. |e8FO T | Aerobic Colony Count 512 | 105 | 10® |BDSISO 4833-
(Dried (cfu/g) 1 and 2:2020
fruit) Osmophilic Yeast (cfu/g) 512 10 | 103 |1S07698:1990

Enterobacteriaceae (cfu/g) 5 1 | 1x102 | 1x103 | 1SO 21528 -
2:2017

Staphylococcus aureus 5 1 10 1x102 | BDS ISO 6888-

(Coagulase +ve) (cfu/g) 1:2009

Salmonella/25 g 5 0 Absent BDS ISO 6579-
1:2020

b. |oImeE | Aerobic Colony Count 5| 1 |4x10%| 1x105 | BDS ISO 4833-
efemrers | (cfu/g) 1 and :2020
TS | Yeast and Mold Count 5 | 1 | 1x102 | 1x10% | BDS ISO

east and Mold Coun X x
LIS ERIS
(cfu/g) 21527-1:2019
(Thermally
processed | Enterobacteriaceae (cfu/g) 5 1 | 1x102 | 1x103 | ISO 21528-
fruit and 2:2017
fruit 2
ducts) Staphylococcus aureus 5 1 10 1x10# | BDS ISO 6888-
roducts
P (Coagulase +ve) (cfu/g) 1:2009
Salmonella /25 g 5 0 Absent BDS ISO 6579-
1:2020
Listeria monocytogenes/25 g | 5 0 Absent BDS ISO 11290-
1 and 2:2019
Vibrio cholerae /25 g 5 0 Absent BDS ISO

21872-1:2019
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S1. Food Microorganisms Sampling Limits Analytical
No. category plan Reference Method
n c m M
) (R) () @) | (@] (v) (?) (v)
5. | e Total coliform (cfu/g) | 5 | 2 | 102 | 103 |BDSISO
RIEKEIRI 4832:2009
T (Ready . 5 6
Aerobic Colony count 5 2 | 5x10” | 5x10° | BDS ISO 4833-1
to Eat spice)
(cfu/g) and 2:2020
Staphylococcus aureus | 5 2 102 104 | BDSISO
Coagulase +ve (cfu/g) 6888-1:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1 :2000
Yeastand Mold count | 5 | 2 | 102 | 10% |ISO 7698:1990
(cfu/g)
3. | @ 7y | Aerobic Colony count | 5 | 2 | 102 | 103 | BDSISO 4833-1
=T (Ready | (cfu/g) and 2:2020
to Cook
) Salmonella/25g 5 0 Absent BDS ISO
spice)
6579-1 :2020
Yeastand Mold count | 5 | 2 | 102 103 |1SO 7698:1990
(cfu/g)
©. [F1 8™ | Aerobic Colony count | 5 | 2 | 102 103 | BDS ISO 4833-1
G P (cfu/g) and 2:2020
*FCAT el
Total coliform 5 3 110 103 |BDSISO
(Dried spice .
Bacteria (cfu/g) 4832:2009
mix for soup
and sauce) Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
Yeastand Mold count | 5 | 2 | 102 | 103 |ISO 7698:1990
(cfu/g)
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8. | E Coli (cfu/g) 5 0 <10 10 | BDS ISO 16649-1
(Sauce) and 2:2019
Salmonella/25g 5 0 Absent BDS ISO

6579-1:2020
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S1. Food Microorganisms Sampling Limits Analytical
No. | category plan Reference Method
n [ m M

(®) () () (8) | (@) | (v) (9) (v)

S, |wmm Acrobic Colony count 5 | 2 | 102 | 103 |BDSISO 4833-1
Argfrsfade | (cfu/g) and 2:2020
fear&ms 7 | Total coliform (cfu/g) 5 | 2 | 102 | 103 |BDSISO
(Liquid non 4832:2009
pasteurized | o vlobacter spp./10g | 5 0 Absent ISO 10272-1:2006
egg product)

Salmonella/25g 5 0 Absent BDS ISO
6579-1 :2020

E. Coli (cfu/g) 51 2 10 | 102 |BDSISO 16649-1
and 2:2019

2. | e Aerobic Colony count 5 1 2 | 102 | 103 |BDSISO 4833-1
fesreme say | (cfu/g) and 2:2020
[, *®/ | Total coliform (cfu/g) 5 2 10 103 | BDS ISO
feafrel 4832:2009
pasteurized 1.
egg product Campylobacter spp./10g | 5 0 Absent ISO 10272-1; 2006
[Liquid, Salmonella/25g 10 0 Absent BDS ISO
dried or 6579-1:2020
frozen]

o. |fet@ el | Aerobic Colony count 51 2 |102 103 | BDS ISO 4833-1
(Egg (cfu/g) and 2:2020
Powder/ | Total coliform (cfu/g) 502 |10 102 | BDS ISO
Yolk 4832:2009
Powder)

Staphylococcus aureus 5 2 10 102 | BDS ISO

Coagulase +ve (cfu/g) 6888-1:2009

Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020

Listeria monocytogenes 5 0 Absent BDS ISO

(cfu/g) 11290-1 and 2:2019

Bacillus cereus (cfu/g) 51 2 | 102 | 103 |1SO 7932;2004

E. Coli (cfu/g) 51 2 10 | 102 |BDSISO 16649-1
and 2:2019
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Sl. | Food category Microorganisms Sampling Limits Analytical
No. plan reference Method
n c m M
) () () (®) | (&) (v) (9) (v)
. | &I, T | E Coli 5 0 <10! 10 | ISO 16649-1 or 2
Staphylococcal 5 0 Absent ISO
enterotoxins/25¢g 19020 :2017
B. cereus 50 2 | 102 | 103 |1507932
Salmonella/25g 5 0 Absent ISO 6579
3. | Pof, Wy, "i@_, Staphylococcal 5 0 Absent ISO
AT, enterotoxins/25¢g 19020 :2017
b Salmonella/25g 5 0 Absent ISO 6579
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Sl. | Food Microorganisms Sampling Limits Analytical
No. | category plan reference Method
n c m M
() () () (8) | (@) | (v) (9) (¥)
5. | 9/@Fs/ | Aerobic Colony Count (cfu/g) | 5 | 3 |5x10° | 1x107 | BDS ISO 4833-1
ERIIRIS and 2:2020
R Vibrio parahaemolyticus /25g | 5 0 Absent BDS ISO
(Chilled/ 21872-1:2019
Frozen . .
fish Clostridium perfringens /25g 5 0 Absent BDS ISO
ish) 7937 :2017
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
Vibrio cholerae/25g 5 0 Absent BDS ISO
21872-1:2019
Fecal coliform (MPN/g) 5 2 <10 ISO 7937:2004
2. | or&rpe/ | Aerobic Colony Count (cfu/g) | 5 | 3 | 100 | 107 | BDSISO 4833-1
s and 2:2020
A%l Shigella spp. (cfu/g) 5 0 Absent BDS ISO
(Chilled/ 6579-1:2020
Frozen | Escherichia coli (cfu/g) 5 0 Absent BDS ISO
Crustac- 16649-2:2019
eans)
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
Fecal coliform (MPN/g) 5 2 <10 ISO 7937:2004
Vibrio cholerae/25g 5 0 Absent BDS ISO
21872-1:2019
©. | §TeFs/ | Aerobic Celony Count (cfu/g) | 5 | 2 [1x10° | 1x10° | BDS ISO 4833
fewfre -1 and 2:2020
1 ) Shigella spp. (cfu/g) 5 0 Absent BDS ISO
(Chilled/ 6579-1:2020
F
Crozlfnl Escherichial coli (cfu/g) 510 Absent BDS 1SO
ephat- 16649-2:2019
opods)
Salmonella /25g 5 0 Absent BDS ISO 6579-
1:2020
Fecal coliform (MPN/g) 5 2 <10 <10 | ISO 7937:2004
Vibrio cholerae/25g 5 0 Absent BDS ISO 21872-
1:2019
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8. | 5/%$®/ | Aerobic Colony Count (cfu/g) | 5 | 2 [1x10° | 1x10° | BDS ISO 4833-1
fawifre and 2:2020
1 Salmonella/25g 10| 0 Absent BDS ISO
(Chilled/ 6579-1:2020
F
O | Eecal coliform (MPN/g) 5 12| <10 | <10 |1S0O7937:2004
Bivalves)
Shigella spp. (cfu/g 5 0 Absent BDS ISO
6579-1:2020
Vibrio cholerael25g 5 0 Absent BDS ISO 21872-
1:2019
€. | ¥RFS | Aerobic Colony Count (cfu/g) | 5 2 | 1x10% | 1x10% | BDS ISO 4833-1
fawifre and 2:2020
; Coagulase Positive 5 2 | 1x102 | 1x103 | BDS ISO
(Frozen | Staphylococci (cfu/g) 6888-1:2009
cooked | b herchia coli ((cfulg) 512 Absent BDS ISO
crustace- 16649-2:2019
ans
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
Vibrio cholera/25g 5 0 Absent BDS ISO 21872-
1:2019
Fecal coliform (MPN/g) 5 2 <10 <10 | ISO 7937:2004
Listeria monocyiogenes/25g 5 0 Absent BDS ISO 11290-1
and 2019
v. |/ Aerobic Colony Count (cfu/g) | 5 | 0 | 10% | 1x103 | BDS ISO 4833-1
TS and 2:2020
TSTE® | Yeast & mold count (cfu/g) 5 | 2] 102 | 5%x102 | BDSISO
< 21527-1:2019
(Dried/
Salted Escherichia coli (cfu/g) 5 0 Absent BDS ISO
and dried 16649-2:2019
fishery Salmonella/25g 5 0 Absent BDS ISO
products) 6579-1:2020
q. |wre/ Aerobic plate count (cfu/g) 5 | 2| 105 | 109 | BDSISO 4833-1
(FIBTETS and 2:2020
fo=fe E.coli (cfulg) 510 Absent BDS ISO
(Fresh/ 16649-2:2019
cEn'ned Salmonella/25g 5 0 Absent BDS ISO
shrimp) 6579-1:2020
Shigella (cfu/g) 5 0 Absent ISO 21567:2004
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] ® (9) ®) | (@] (v) (9) (v)

v. |#& | Aerobic plate count (cfu/g) s | 2] 105 ] 109 | BDSISO 4833-
= 1 and 2:2020
(Salted | E.coli (cfu/g) 5 0 Absent BDS ISO
fish) 16649-2:2019

Coagulase Positive 5 0 Absent BDS ISO
Staphylococci (cfu/g) 6888-1:2009

5. © | Coagulase Positive 5 | 10 [1x102 | 1x103 | BDSISO
Jopems | Staphylococci (cfu/g) 6888-1:2009
Ay Yeast & Mold count (cfu/g) s o] 102 ] 103 |BDSISO
(Fermen- 21527-1:2019
ted Salmonella/25g 10 0 Absent BDS ISO
fishery 6579-1:2020
products)

so. | quifie | Acrobic plate Count (cfu/g) 5 | 0 [1x10°] 1x10° | BDS ISO 4833-1
TTETS and 2:2020
<y Coagulase Positive 5 2 | 1x102 | 1x103 | BDS ISO
(Smoked Staphylococci (efu/g) 6888-1:2009
fishery Salmonella/25g 5 0 Absent BDS ISO
products) 6579-1:2020

Vibrio cholerae/25g 5 0 Absent BDS ISO 21872-
1:2019

Listerai Monocytogenes/25g 5 0 Absent BDS ISO 11290
-1 and 2:2019

5. | g Aerobic plate Count (cfu/g) 5 | 0 |1x10%| 1x10° | BDS ISO 4833-1
SENER and 2:2020
ptSas] Coagulase Positive 5 0 |1x102| 1x103 | BDS ISO
SreTs | Staphylococci (cfu/g) 6888-1:2009
qmy Escherichia coli (cfu/g) 5 0 Absent BDS ISO
(Accele- 16649-2:2019
ratedn Salmonella/25g 5 0 Absent BDS ISO
Freeze 6579-1:2020
Drled Vibrio cholerae/25g 510 Absent BDS ISO 21872-
Fishery) 1:2019

SR. | WitRF Aerobic Colony Count 5 2 [ 1x10° | 1x10% | BDS ISO 4833-1
fpwr (cfu/g) and 2:2020
(Fish | Coagulase Positive 5 | 2 [1x102] 1x103 | BDSISO
Mince) | Staphylococci (cfu/g) 6888-1:2009

Escherichia coli (cfu/g) 5 0 Absent BDS ISO
16649-1:2019

Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020

Vibrio cholerae/25g 5 0 Absent BDS ISO 21872-
1:2019

Listeri Monocyiogenes/25g 5 0 Absent BDS ISO 11290
-1 and 2:2019




JRACHH (NG, SSRE, (TP 38, 023 8¢89
) () () (8) | (@) | (v) (9) (v)
so. | 45f Aerobic Colony Count (cfu/g) | 5 | 0 [1x103 | 1x10% | BDS ISO 4833-1
(Dry and 2:2020
fish) Coagulase Positive 5 1 |1x102 | 1x103 | BDSISO
Staphylococci (cfu/g) 6888-1:2009
Yeast and Mold count (cfu/g) 5 0 102 103 BDS ISO
21527-1:2019
Escherichia coli (cfu/g) 5 0 Absent BDS ISO
16649-2:2019
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
38. |4T1FS | Aerobic Colony Count (cfu/g) | 5 | 2 |1x10%| 1x105 | BDS ISO 4833-1
ST 8 and 2:2020
j;ﬂ © Coagulase Positive 5 2 | 1x10! | 1x102 | BDS ISO
Staphylococci (cfu/g) 6888-1:2009
(P(leffi e}; Yeast and Mold count (cfu/g) 5 0 102 103 | BDSISO
prec s 21527-1:2019
based
products) | Salmonella/25g 5 0 Absent BDS ISO 6579-
1:2020
se. | =A% | Salmonella/25g 5 0 Absent BDS ISO 6579-
KIEIRaH 1:2020
h Listerai monocytogenes/25g 5 0 Absent BDS ISO 11290
(Fish Egg -1 and 2:2019

Products)
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SL. Food Microorganisms Sampling Limits Analytical
No. | category plan Reference Method
n c m M
®) (*®) () @ @ | (v () (»)
5. | @ FmT | Aerobic Colony Count 5 | 2 | 5x10% | 1x10° | BDSISO 4833-1
74 (Raw (cfu/ml) and 2:2020
milk)
("R =,
(ST, Total coliform (cfu/ml) 5 | 1 |5x10%2| 1x103 | BDSISO
w2y, TF 4832:2009
B Escheriechia coli (cfu/ml) | 5 1 3 9 BDS ISO 11866-1
oA v and 2:2009
Campylobcter spp./25ml 5 Absent ISO 10272-1:2006
Listeris monocytogenes | 5 Absent BDS ISO 11290-1
25ml and 2:2019
3. | *Irgfr® 94 | Aerobic Colony Count 5 | 3 |3x10%| 5x10% | BDSISO 4833-1
(Pasteuri- | (cfu/ml) and 2:2020
zedfboited | Tota] coliform (cfu/ml) | 5 | 0 | <10 | NA | BDSISO
Flavired 4832:2009
milk
F— Salmonella/25g 5 0 0 BDS ISO
i 6579-1:2020
5 sorfir | Listeria monocytogenes / 5 0 0 BDS ISO 11290-1
1A 7] 25g and 2:2019
©. | ARfTe Aerobic Colony Count 5 3 | 5x10% | 7.5x10% | BDS ISO 4833-1
= (cfu/g) and 2:2020
(Pasteuri- | 1o1y] coliform (cfu/g) 5 0 <10 NA BDS ISO
zed 4832:2009
Cream)
Salmonella/25ml 5 0 Absent BDS ISO
6579-1:2020
Listeria monocytogenes/ 5 0 Absent BDS ISO 11290-1
25ml and 2:2019
8. [ Aerobic Colony Count 5 | 3 |5x102 | 1x10° | BDSISO 4833-1
T v 94 | (cfu/ml) and 2:2020
(Sweetened | -oa1 coliform (cfu/g) 510 | <10 NA | BDSISO
Condensed 4832:2009
Milk
Staphylococcus aureus 5 0 10 102 BDS ISO 6888-1,
(Coagulase Positive (cfu/g) 2 and 3:2009
Yeast and Mold Count 5 0 <10 NA BDS ISO
(cfu/g) 6611:2009
Salmonella/25ml 5 0 Absent BDS ISO
6579-1:2020




TR (TG, O[T, (FFAE 38, 203 8e8¢
() (x) () (8 | () () () (»)
¢. |“®F® | Aerobic Colony Count 503 | 104 104 | BDS ISO 4833-1
A (cfu/g) and 2:2020
(P ZSte‘m' Total coliform (cfu/g) s 2] 10 20 | BDSISO
ze 4832:2009
Butter)
Staphylococcus aureus 5 2 10 102 BDS ISO 6888-1,
(Coagulase Positive (cfu/g) 2 and 3:2009
Yeast and Mold Count 5 3 <10 NA BDS ISO
(cfu/g) 6611:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
u. |4@rwa | Aerobic Colony Count 5 | 2 |3x104| 5x10% | BDSISO 4833-1
(Milk (cfu/g) and 2:2020
powder) ol coliform (cfu/g) s 2] 10 50 | BDSISO
4832:2009
Staphylococcus aureus 5 2 10 102 BDS ISO 6888-1,
(Coagulase Positive (cfu/ml) 2 and 3:2009
Yeast and Mold count 5 0 <10 NA BDS ISO
(cfu/g) 6611:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
q. M | Aerobic Colony Count 512 ] 10 104 | BDSISO 4833-1
ey el | (cfu/g) and 2:2020
S:W/Tﬁf‘l Salmonella/25g 60 | 0 Absent BDS ISO
6579-1:2020
(Infant
Mild Listeria monocytogenes/ | 10 | 0 Absent BDS ISO
Powder, | 258 11290-1 and
Infant 2:2019
Formulae)
v. | Ssf@Ew | Aerobic Colony Count 5 | 3 | 1x105| 2x10° | BDSISO 4833- 1
(cfu/g) and 2:2020
Total coliform (cfu/g) 513 10 1x102 | BDS ISO
4832:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
5. |ef@mere | Aerobic Colony Count 5 2 |2.5x10%| 5x10% | BDS ISO 4833- 1
e (cfu/g) and 2:2020
(Processsed | Tota1 coliform (cfu/g) s 1o | <10 NA | BDSISO
Cheesed ) 4832:2009
Salmonella/25g 5 0 Absent BDS ISO

6579-1:2020
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) ) () (8) | (@) | (v) (?) (v)

So. | R @l | Aerobic Colony Count 5 3 | 1.5x10% | 3.5x10° | BDS ISO 4833-1
ot By | (cfu/g) and 2:2020
(Eﬁha“a/ Total coliform (cfu/g) s 1 2] 10 102 | BDSISO
chhana 4832:2009
based
sweets) Staphylococcus aureus 5 3 10 102 BDS ISO

(Coagulase Positive (cfu/g) 6888-1:2009
Yeast & mold count 5 | 3 | 5x10 | 1.5x102 | BDSISO
(cfu/g) 6611:2009
Escherichia coli (efu/g) 5 0 <10 NA BDS ISO
11866-1:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
. I Aerobic Colony Count 5 3 |25x104| 5x10% | BDSISO 4833-1
(cfu/g) and 2:2020
Total coliform (cfu/g) 5 2 10 2x10 BDS ISO
4832:2009
Staphylococcus aureus 5 2 10 5x10 BDS ISO
(Coagulase Positive (cfu/g) 6888-1:2009
Yeast and Mold Count 5 3 2x10 5x10 | BDSISO
(efu/g) 6611:2009
Escherichia coli (cfu/g) 5 0 Absent BDS ISO
11866-1:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020

53, | FIBT 74 | Aerobic Colony Count 51 2 104 | 2x10% | BDS ISO 4833-1
Ao (cfu/g) and 2:2020
(Cheese 1ol coliform MPN/g) | 5 | 2 | 10 | x103 | BDSTSO
made 4832:2009
from raw
milk) Salmonella/25g 5 0 Absent BDS ISO

6579-1:2020
Escherichia coli (cfu/g) 5 0 <10 NA BDS ISO 11866-1

and 2:2009
Campylobacter spp./25g 5 0 Absent BDS ISO

10272:2006

o |fr@mFs | Total coliform (MPN/ml) | 5 | 2 10 | 1x102 | BDSISO
7= A 4832:2009
(Ff:rmented Staphylococcus aureus 5 2 10 1x102 | BDS ISO 6888-1
Milk .

(Coagulase Positive (cfu/g) 2 and 3:2009
Products)
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
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) (*}) () @) | (@ | (v) () (v)

8. | s @™l | Aerobic Colony Count 5 3 | 1.5x10%| 3.5x10° | BDS ISO 4833-1
cofs fBm | (cfu/g) and 2:2020
g"meer Total coliform (MPN/g) | 5 | 3 10 | 1x10? | BDSISO

ased 4832:2009
sweets)
Staphylococcus aureus 5 3 Absent BDS ISO
(Coagulase Positive (cfu/g) 6888-1:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020

se. | ear e | Aerobic Colony Count 5 3 |25x10% |7.5x10% | BDS ISO 4833-1
ot By | (cfu/g) and 2:2020
g(h‘zia Escherichia coli (cfuml) | 5 | 0 | <10 | NA | BDSISO

ase 11866-1:2009
sweets
Total coliform (MPN/g) 5 2 50 1x102 | BDS ISO
4832:2009
Yeast and Mold Count 5 3 <10 100 BDS ISO
(cfu/g) 6611:2009
Salmonella/25g 5 0 Absent BDS ISO

6579-1:2020
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SHE-b
[efgam 2 (5) @ © (3) (%) 53]
Sl. | Food category | Microorganisms Limits Analytical Reference
No. Method
() () (0) (8) (@)
S. | 4[| “Nf/@res | Aerobic Colony Count | 100 cfu/ml | BDS 1240:2001
m vnﬁ; Total coliforms Absence in | 9222B Membrane
(Drinking/ 100 ml Filtration; Standard
Bottled Water) Methods for the
Examination of Water &
Wastewater (Ed 22™)
BDS 1240:2001
Fecal coliform Absence in | 9222D: Membrane
100 ml Filtration; Standard
Methods for the
Examination of Water &
Wastewater (Ed 22™)
Ecoli Absence in | 9260F: Membrane
100 ml Filtration; Standard
Methods for the
Examination of Water &
Wastewater (Ed 22™)
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CHRE-5
[efqg™ & (7) 8 © (R) BEW]

(‘n’, ¢’, ‘m’, ‘M’ ¢ “Two Class Sampling Plan” 8 “Three Class Sampling Plan”)

The terms n, ¢, m and M used in this Microbiological Specification have the following meaning:

n= | Number of units comprising a sample.

c= | Maximum allowable number of units having microbiological counts above m
for 2 class sampling plan and between m and M for 3-class sampling plan.

m= | Microbiological limit that separates unsatisfactory from satisfactory in a 2-Class
sampling plan or acceptable from satisfactory in a 3-class sampling plan.

M= | Microbiological limit that separates unsatisfactory from satisfactory in a 3-Class

sampling plan.

[Two Class Sampling Plan : A two-class sampling plan is defined in terms of the
number of samples (‘n’) to be taken from a given lot, the sample size (‘s’), and a
threshold concentration (‘m’) above which a sample is considered to be marginally
Unacceptable.]

[Three Class Sampling Plan : A three-class sampling plan is defined by (n,c,m,M)
with an additional specification limit M> m; the lot is also rejected if at least one of the
n measured log-concentrations is larger than M.]
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